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SEQ ID NO: 1

VH1->

1 10 20 ' 30 40 50 60
123456789012345678901234567890123456789012345678901234567890
QVQLQESGPGLVRPSQTLSLTCTVSGFTFTDFYMNWVRQPPGRGLEWIGFIRDKAKGYTT

70 80 90 100 110 120
123456789012345678901234567890123456789012345678901234567890
EYNPSVKGRVTMLVDTSKNQFSLRLSSVTAADTAVYYCAREGHTAAPFDYWGQGSLVTVS

Cyl->

> 130 140 150 160 ~ 170 180
123456789012345678901234567890123456789012345678901234567890
SASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQS

HINGE->
190 200 210 220 230 240
123456789012345678901234567890123456789012345678901234567890

SGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLG
' 1234567890123456

KABAT 22 23

Cy2->

250 260 270 280 290 300
123456789012345678901234567890123456789012345678901234567890
GPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQY

789012345678901234567890123456789012345678901234567890123456

240 250 260 270 280 290

: ?2Cy3?->

310 320 330 340 350 360

123456789012345678901234567890123456789012345678901234567890

NSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRD

789012345678901234567890123456789012345678901234567890123456
300 310 320 330 340 350

370 380 390 400 410 _ 420
123456789012345678901234567890123456789012345678901234567890
ELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSR
789012345678901234567890123456789012345678901234567890123456

360 370 380 390 400 410 -

430 440 450
1234567890123456789012345678901
WQQGNVFSCSVMHEALHNHYTQKSLSLSPGK
7890123456789012345678901234567

420 430 440

FIG._3
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SEQ ID NO: 1
VH1->
1 10 20 30 40 50 60

1 123456789012345678901234567890123456789012345678901234567890

QVQLQESGPGLVRPSQTLSLTCTVSGFTFTDFYMNWVRQPPGRGLEWIGFIRDKAKGYTT

70 80 90 100 110 120
123456789012345678901234567890123456789012345678901234567890
EYNPSVKGRVTMLVDTSKNQFSLRLSSVTAADTAVYYCAREGHTAAPFDYWGQGSLVTVS

Cyl->
130 140 150 : 160 170 180
123456789012345678901234567890123456789012345678901234567830
SASTKGPSVFPLAPSSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQS

' HINGE->
190 200 210 220 230 240
123456789012345678901234567890123456789012345678901234567890

SGLYSLSSVVTVPSSSLGTQTYICNVNHKPSNTKVDKKVEPKSCDKTHTCPPCPAPELLG
1234567890123456

KABAT 22 23

Cy2-> : .

250 260 270 280 290 300
123456789012345678901234567890123456789012345678901234567890
GPSVFLFPPKPKDTLMISRTPEVTCVVVDVSHEDPEVKFNWYVDGVEVHNAKTKPREEQY
789012345678901234567890123456789012345678901234567890123456

240 250 260 270 280 290

?Cy37?-> .
310 320 330 340 350 360
123456789012345678901234567890123456789012345678901234567890
NSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPIEKTISKAKGQPREPQVYTLPPSRD
789012345678901234567890123456789012345678901234567890123456
300 310 ' 320 330 340 350

370 380 390 400 410 420
123456789012345678901234567890123456789012345678901234567890
ELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDSDGSFFLYSKLTVDKSR
789012345678901234567890123456789012345678901234567890123456

360 370 380 390 400 410

430 440 450
1234567890123456789012345678901
WQQGNVFSCSVMHEALHNHY TQKSLSLSPGK
7890123456789012345678901234567

420 430 440

FIG._3



4/32

. Fc/FcyR
Interface

A {9}5 p | Cy2/carbohydrate
Interface

| CY2/CY3
Hinge




|

i

5/32

SEQID NO: 2

22 23 24 25 26 27 28
123456789012345678901234567890123456789012345678901234567890
ﬁDKTHTCPPCgAPELUGGPSVFLFPPKBKDTLMISRTPEVTCVVVDVSHEQPEVKFNWXVD

29 30 31 32 33 34
123456789012345678901234567890123456789012345678901234567890
GVEVHNAKTK PREEQ'YNSTYRVVSVLTVLHQDWLNGKEYKCKVSNKALPAPTEKTISKAK

35 - 36 37 38 39 40
123456789012345678901234567890123456789012345678901234567890
GQPREPQVYTLPPSKDELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVLDS

41 42 43 44

12345678901234567890123456789012345678901234567
DGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK

FIG._5
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SEQ ID NO: 3
Anti-CD20 Light Chain |
QIVLSQSPAILSASPGEKVTMTCRASSSVSYIHWFQQKPGSSPKPWIYATSNLASGVPVRFSGSGSG
TSYSLTI SRVEAEDAATYYCQQWTSNPPTFGGGTKLEIKRTVAAPSVFIFPPSDEQLKSGTASVVCL
LNNFYPREAKVQWKVDNALQSGNSQESVTEQDSKDSTYSLSSTLTLSKADYEKHKVYACEVTHQGLS
SPVTKSFNRGEC :

FIG._38A

SEQ ID NO: 4

Anti-CD20 Heavy Chain

QVQLQQPGAELVKPGASVKMSCKASGYTFTS YNMHWVKQTPGRGLEWIGAIYPGNGDT SYNQKFKGK
ATLTADKSSSTAYMQLSSLTSEDSAVYYCARSTYYGGDWYFNVWGAGTTVTVSAASTKGPSVFPLAP
SSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTF PAVLQSSGLYSLSSVVTVPSSSLGTQT
YICNVNHKPSNTKVDKKAEPKSCDKTHTCPPCPAPELLGGPSVFLFPPKPKDTLMISRTPEVTCVVV
DVSHEDPEVRFNWYVDGVEVHNAKTKPREEQYNSTYRVVSVLTVLHODWLNGKEYKCKVSNKALPAP
ITEKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQPENNYKTTPPVL
DSDGSFFLYSKLTVDKSRWQQGNVF SCSVMHEALHNHYTQKSLSLSPGK

FIG._38B

SEQ ID NO: 5

Anti-CD20 Heavy Chain Comprising Possible Fc Variants
QVOLQQPGAELVKPGASVKMSCKASGYTFTSYNMHWVKQT PGRGLEWIGAIYPGNGDTSYNQKFKGK
ATLTADKSSSTAYMQLSSLTSEDSAVYYCARSTYYGGDWYFNVWGAGTTVTVSAASTKGPSVFPLAP
SSKSTSGGTAALGCLVKDYFPEPVTVSWNSGALTSGVHTFPAVLQSSGLYSLSSVVTVPSSSLGTQT
YICNVNHKPSNTKVDKKAEPKSCDKTHTCPPCPAPELLGGPX, X, FLFPPKPKDTLMISRTPEVTCV
VX3DVSHEDPX VX FNWYVDGVEVHNAKTKPREEQYXZ, TYRVVSVLTVLHQDWLNGKEYKCKVSN
Z,ALPX,PX EKTISKAKGQPREPQVYTLPPSRDELTKNQVSLTCLVKGFYPSDIAVEWESNGQPEN
NYKTTPPVLDSDGSFFLYSKLTVDKSRWQQGNVFSCSVMHEALHNHYTQKSLSLSPGK
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